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	YBR031W
	Rpl4Ap
	39124
	Kap121p/Kap123p
	Ribosomal protein L4 (yeast L2; YL2; rp2; Xenopus L1; Drosophila L1; rat L4), nearly identical to Rpl4Bp
	11
	49
	1 x 10(15)
	26

	YBR079C
	Rpg1p; Tif32p
	110329
	Kap121p/Kap123p
	Translation initiation factor eIF3, p110 subunit
	12
	18
	1 x 10(10)
	34

	YBR142W
	Mak5p
	87051
	Kap121p/Kap123p
	Probable RNA-helicase of the DEAD box family, involved in maintenance of M double-stranded RNA (dsRNA) killer plasmid, required for 60S ribosomal subunit biogenesis
	16
	26
	2 x 10(25)
	41

	YCR016W
	 
	33594
	Kap121p
	Protein of unknown function
	11
	41
	5 x 10(4)
	17

	YDL014W
	Nop1p
	34487
	Kap121p
	Fibrillarin, required for 35S rRNA processing and methylation, methyltransferase component of box C/D snoRNPs which function in 2'-O-methylation of ribosomal RNAs, and component of U3 snoRNP, which is required for 18S rRNA biogenesis
	9
	45
	5 x 10(7)
	49,50,52

	YDL208W
	Nhp2p
	18883
	Kap121p/Kap123p
	Nucleolar protein required in association with H/ACA snoRNAs for ribosomal RNA pseudouridinylation
	6
	32
	1 x 10(10)
	7,42

	YDR012W
	Rpl4Bp
	39094
	Kap121p/Kap123p
	Ribosomal protein L4 (yeast L2; YL2; rp2; Xenopus L1; Drosophila L1; rat L4), nearly identical to Rpl4Ap
	10
	44
	1 x 10(12)
	26

	YER082C
	Utp7p; Kre31p
	62333
	Kap121p
	Component of U3 snoRNP (also called small subunit processome), which is required for 18S rRNA biogenesis, has one WD (WD-40) domain
	15
	31
	2 x 10(25)
	25

	YER126C
	Nsa2p; Kre32p
	29751
	Kap121p
	Nuclear protein involved in ribosome biogenesis
	12
	41
	2 x 10(10)
	36

	YHR084W
	Ste12p
	77853
	Kap121p
	Transcription factor that binds to pheromone response element (PRE) to regulate genes required for mating, also functions with Tec1p to regulate genes required for pseudohyphal growth
	14
	32
	8 x 10(21)
	12

	YHR203C
	Rps4Bp
	29431
	Kap121p/Kap123p
	Ribosomal protein S4 (yeast S7; YS6; rp5; rat and human S4), identical to Rps4Ap
	24
	66
	1 x 10(50)
	28

	YJR145C
	Rps4Ap
	29431
	Kap121p/Kap123p
	Ribosomal protein S4 (yeast S7; YS6; rp5; rat and human S4), identical to Rps4Bp
	23
	62
	1 x 10(49)
	28

	YKR024C
	Dbp7p
	83328
	Kap121p/Kap123p
	Protein involved in 60S ribosomal large subunit biogenesis, member of DEAD-box family of putative ATP-dependent RNA helicases
	8
	16
	1 x 10(7)
	40

	YLL011W
	Sof1p
	56804
	Kap121p
	Protein component of U3 snoRNP (also called small subunit processome), which is required for 18S rRNA biogenesis, contains seven WD (WD-40) repeats
	17
	49
	1 x 10(23)
	38

	YLR175W
	Cbf5p
	54717
	Kap121p/Kap123p
	Ribosomal RNA pseudouridine synthase, associated with H/ACA class small nucleolar RNAs (snoRNAs)
	14
	36
	5 x 10(19)
	32,33

	YLR276C
	Dbp9p
	68076
	Kap121p
	Member of the DEAD-box RNA helicase family, functions in rRNA processing to the precursor of 60S ribosomal subunits, interacts with Dbp6p
	16
	39
	3 x 10(26)
	44

	YLR448W
	Rpl6Bp
	20004
	Kap121p/Kap123p
	Ribosomal protein L6 (yeast L17B; YL16B; human L6), nearly identical to Rpl6Ap
	8
	50
	2 x 10(3)
	8

	YML069W
	Pob3p
	62960
	Kap121p
	Protein that binds to DNA polymerase I (PolI) that is involved in both transcription and replication
	9
	24
	5 x 10(3)
	18

	YML073C
	Rpl6Ap
	19980
	Kap121p/Kap123p
	Ribosomal protein L6 (yeast L17A; YL16A; human L6), nearly identical to Rpl6Bp
	8
	50
	2 x 10(3)
	8

	YNL002C
	Rlp7p: Rix9p
	36569
	Kap121p/Kap123p
	Protein with similarity to ribosomal proteins including Rpl7p (Rpl7Ap and Rpl7Bp), involved in processing of precursor rRNAs
	14
	45
	1 x 10(17)
	30

	YNL075W
	Imp4p
	33486
	Kap121p
	Component of U3 snoRNP (also called small subunit processome), which is required for pre-18S rRNA processing, member of superfamily of proteins with a sigma70-like motif
	15
	53
	3 x 10(13)
	17

	YOL041C
	Nop12p
	51962
	Kap121p
	Protein important for the synthesis of 25S pre-rRNA
	10
	25
	6 x 10(12)
	24

	YOL090W
	Msh2p
	108860
	Kap121p/Kap123p
	Component with Msh3p and Msh6p of DNA mismatch binding factor, involved in repair of single  base mismatches and short insertions/deletions
	12
	21
	5 x 10(16)
	43

	YOL127W
	Rpl25p
	15775
	Kap121p/Kap123p
	Ribosomal protein L25 (YL25; rp61L; E. coli L23; rat L23a), required for efficient pre-rRNA processing, including early cleavage steps and processing of internal transcribed spacer 2 (ITS2)
	9
	60
	1 x 10(7)
	6

	YOL145C
	Ctr9p
	124639
	Kap121p/Kap123p
	Protein required for normal expression of G1 cyclins CLN1 and CLN2, has tetratricopeptide (TPR) repeats and binds triplex DNA,  may be involved in transcription elongation
	6
	9
	5 x 10(2)
	34

	YOR063W
	RpL3p; Tcm1p
	43796
	Kap121p/Kap123p
	Ribosomal protein L3 (YL1; rp1; rat L3), responsible for trichodermin resistance and involved in maintenance of dsRNA viruses
	22
	49
	1 x 10(31)
	37,51

	YPL012W
	Rrp12p
	137501
	Kap121p
	Protein possibly involved in rRNA processing, has high similarity to uncharacterized C. albicans Orf6.7937p
	36
	44
	1 x 10(35)
	45


